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GENERAL INFORMATION
Title of Dataset: Raw ddPCR abundance of UCYN-A2 and UCYN-A1 from DY167
Principal Investigator Information
Name: Kendra Turk-Kubo
ORCID: 0000-0002-9847-7514
Institution: University of California Santa Cruz
Address: Ocean Sciences Department, University California Santa Cruz, USA
Email:  kturk@ucsc.edu

Co-investigator Information
Name: Claire Mahaffey
ORCID: 0000-0002-4215-7271
Institution: University of Liverpool
Address: 4 Brownlow Street, Liverpool, L69 3GP
Email: mahaffey@liverpool.ac.uk

Date of data collection: 10th July 2023 to 15th July 2023. 
Geographic location of data collection: North Sea
Information about funding sources that supported the collection of the data: 
NE/T001240/1: Natural Environment Research Council (NERC)⁠
National Science Foundation (OCE-2023498)
Simons Foundation (Simons Early Career Investigator in Aquatic Microbial Ecology and Evolution).

Licenses/restrictions placed on the data: None
Links to publications that cite or use the data: In review
Recommended citation for this dataset: Turk-Kubo and Mahaffey (2025). Raw ddPCR abundance of UCYN-A2 and UCYN-A1 from DY167
DATA & FILE OVERVIEW
File name: DY167NorthSea Raw ddPCR abundance data.xlxs
Are there multiple versions of the dataset? No
METHODOLOGICAL INFORMATION
Description of methods used for collection/generation of data: 
All methods used to collect the samples are reported in the DY167 cruise report. 
https://www.bodc.ac.uk/resources/inventories/cruise_inventory/reports/dy167.pdf
Methods for enumerating Braarudosphaera/UCYN-A sublineages via ddPCR are outlined here: Abundances of B. bigelowii/UCYN-A1 and B. bigelowii//UCYN-A2/A3/A4 were estimated using digital droplet PCR (ddPCR) using the assays originally developed for Taqman® quantitative PCR by Church et al., (2005) and Thompson et al., (2014), respectively (Data Set S3). All reaction conditions, thermocycling parameters, thresholding and calculations of the limit of detection and limit of quantitation are described in Gradoville et al., (2020). Note that the abundances determined using the UCYN-A2/A3/A4 assay likely represent both UCYN-A2 and UCYN-A4, both of which were recovered via nifH amplicon HTS.
Church, M., Jenkins, B., Karl, D., & Zehr, J. (2005). Vertical distributions of nitrogen-fixing phylotypes at Stn Aloha in the oligotrophic North Pacific Ocean. Aquatic Microbial Ecology, 38, 3–14. https://doi.org/10.3354/ame038003
Gradoville, M. R., Farnelid, H., White, A. E., Turk‐Kubo, K. A., Stewart, B., Ribalet, F., Ferrón, S., Pinedo‐Gonzalez, P., Armbrust, E. V., Karl, D. M., John, S., & Zehr, J. P. (2020). Latitudinal constraints on the abundance and activity of the cyanobacterium UCYN‐A and other marine diazotrophs in the North Pacific. Limnology and Oceanography, 65(8), 1858–1875. https://doi.org/10.1002/lno.11423
Thompson, A., Carter, B. J., Turk‐Kubo, K., Malfatti, F., Azam, F., & Zehr, J. P. (2014). Genetic diversity of the unicellular nitrogen‐fixing cyanobacteria UCYN ‐ A and its prymnesiophyte host. Environmental Microbiology, 16(10), 3238–3249. https://doi.org/10.1111/1462-2920.12490

DATA-SPECIFIC INFORMATION FOR: DY167NorthSea Raw ddPCR abundance data.xlxs Number of variables: 5
Number of cases/rows: 12 excluding headers
Variable List: *list variable name(s), description(s), unit(s) and value labels as appropriate for each*
Date_Time, d/mm/yy hh:mmPM: Date and time each measurement was taken
Type, FISH: method of sample collection was the trace metal clean towed FISH
FISH or station number: the sample number of the FISH
A2 abundances nifH L-1: volumetric abundance of the nifH gene for UCYN-A2
A1 abundances nifH L-1: volumetric abundance of the nifH gene for UCYN-A2
Missing data codes: NaN

